Information for sequences used in phylogenetic analyses. Information for all sequences used in all phylogenetic analyses (including the initial analyses not shown) is provided by organism name, our assessment of the classification of Arf homology, accession number and abbreviation used in the dataset used for analysis.
Arf3-GFP

GBF1 Merge
Arf3-GFP p115 Merge CHO and BFY1 cells were transfected with a plasmid encoding Arf3-GFP or Arf1-GFP. After 24 hours, cells were treated with 5µg/ml BFA for 2 min and then fixed and stained for COPI or AP-1. Representative epifluorescence images are shown selected from at least 2 separate experiments. Bar, 20µm. HeLa cells were transfected with a plasmid encoding Arf1-GFP or transfection reagent only for 24 hours. Cells were either fixed directly from 37°C (left panels) or shifted from 37°C to 20°C for 2 hours and then fixed. Cells were stained for the specified markers and images were acquired using identical settings for the 37°C and the 20°C samples. Representative epifluorescence images selected from at least 2 separate experiments are shown. Bar, 20µm. A. HeLa cells were transfected with the indicated Arf3A174S-GFP, Arf3K174R-GFP, Arf3A174S-GFP or Arf3K180Q-GFP chimeras. After 24 hours, cells were fixed and stained for p115 or TGN46. Images were acquired using a confocal microscope. Bar, 5µm. B. Quantitative analysis of experiments similar to A showing signal overlap between the Arf3/ Arf1 swap single mutants and the specified markers. Error bars correspond to the mean ± SD (n ≥ 10 cells from 2 separate experiments). Figure 7 . Class I and II Arfs evolved prior to the origin of multicellular animals. Phylogenetic analysis of Class I/II Arf homologues rooted by the Saccharomyces cerevisiae ArfI and II sequences. This tree shows the best Bayesian topology and support values for nodes with greater support than 0.85 posterior probability and 50% in one of the two ML methods. Node values are given in the order of posterior probability values/PhyML bootstraps and RAxML bootstraps. Classification of Arfs with Roman numerals may reflect either the lack of resolution into an Arabic numbered Arf clade or that they diverged prior to the duplications giving rise to that clade. The nodes delimiting the Class I vs Class II Arfs are bolded and the clades are enclosed in shaded boxes.
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